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Introduction

DNA extraction from bone samples remains a significant challenge for forensic scientists worldwide, particularly in cases of
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mass disasters, criminal cases, missing persons, or historical war crimes. Factors such as UV exposure, heat, and microbial quantified from bone samples

activity affect sample preservation. As degradation progresses, it becomes difficult to type STR profiles. Samples may also be
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The objective of the study was to compare two automated nucleic acid extraction systems for bone samplesi.e., HiMedia’s Insta Enlqillcoanninl;ﬁ;sl;tfﬁizm
NX® Mag32 Automated Nucleic Acid Extractor and Applied Biosystems™ AutoMate Express Forensic DNA Extraction System. Average concentration of large autosomal target using the HiMedias Insta
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